impact factor rna biology

impact factor rna biology is a critical metric for evaluating the influence and prestige of the scientific
journal RNA Biology within the academic community. This journal, specializing in the field of ribonucleic
acid (RNA) research, garners attention from molecular biologists, geneticists, and biochemists worldwide.
The impact factor serves as a quantitative tool to assess the frequency with which the average article in a
journal has been cited in a particular year, reflecting the journal’s scientific importance. Understanding the
impact factor of RNA Biology is essential for researchers deciding where to publish, for institutions
assessing research output, and for librarians managing journal subscriptions. This article explores the
significance of the impact factor in RNA Biology, the methodology behind its calculation, factors
influencing citation rates, and the broader implications for the RNA research community. Additionally, it

reviews comparative impact factors and future trends in RNA biology publications.
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Understanding the Impact Factor in RNA Biology

The impact factor of RNA Biology is a reflection of the journal’s citation frequency and is widely regarded
as an indicator of its scientific influence. Journals with high impact factors are often considered prestigious,
attracting high-quality submissions and readership. RN A Biology focuses on various aspects of RNA
research, including RNA structure, function, processing, and its role in gene expression and regulation.
Therefore, its impact factor not only measures citation metrics but also signifies the journal’s role in

advancing RNA science.

Significance of Impact Factor in Scientific Publishing

The impact factor is significant in the scientific publishing landscape because it helps quantify the reach and



influence of a journal’s articles. It influences where authors choose to publish, affects funding decisions, and
can impact academic promotions. In RNA Biology, a higher impact factor indicates that the published
research is frequently cited, suggesting that it contributes valuable insights into RNA mechanisms and

technologies.

Role of RNA Biology in the Scientific Community

RNA Biology serves as a specialized platform for disseminating novel findings in RNA research. Its impact
factor reflects the community’s recognition of the journal’s contributions. By publishing groundbreaking

studies on RNA molecules such as mRNA, miRNA, siRNA, and long non-coding RNAs, the journal

facilitates the advancement of molecular biology, genetics, and therapeutic research.

Calculation Methodology of Impact Factor

The impact factor is calculated annually by indexing organizations such as Clarivate Analytics through the
Journal Citation Reports (JCR). It is computed by dividing the number of citations received in a particular
year by articles published in the previous two years by the total number of citable items published during

those two years.

Formula for Impact Factor

The formula used to calculate the impact factor is:

1. Count the total citations in the current year to articles published in the previous two years.

2. Divide that number by the total number of articles published in those two years.

This formula provides an average citation rate per article, measuring how often recent articles are cited.

Types of Articles Considered

Only citable items such as research articles, reviews, and proceedings papers are included in the
denominator. Editorials, letters, and abstracts are generally excluded. For RNA Biology, this typically

means original research and comprehensive reviews contribute to the impact factor calculation.



Factors Influencing RNA Biology’s Impact Factor

Several factors influence the impact factor of RNA Biology, including the journal’s scope, article quality,

citation practices, and the dynamics of the RNA research field.

Quality and Relevance of Published Research

High-quality, novel, and methodologically robust research tends to attract more citations. RNA Biology’s
editorial standards and peer review process ensure the publication of impactful studies that advance

understanding in RNA sciences.

Trends in RNA Research

Emerging topics such as RNA editing, RNA therapeutics, and CRISPR-Cas systems have increased interest
in RNA research, potentially boosting citation rates for journals covering these areas. RNA Biology’s focus

on cutting-edge topics helps maintain or increase its impact factor.

Citation Behavior and Network Effects

The scientific community’s citation habits, including self-citation rates and collaborative networks, can affect
impact factors. RNA Biology’s global authorship and readership enhance citation opportunities across

different research groups.

Publication Frequency and Article Volume

The number of articles published influences the denominator in the impact factor calculation. RNA Biology
balances publishing sufficient content to cover the field comprehensively while maintaining selectivity to

preserve high citation averages.

Comparative Analysis with Related Journals

Comparing RNA Biology’s impact factor with those of related journals provides context regarding its

standing in the field of molecular biology and genetics.

Key Competitor Journals

Journals such as Nucleic Acids Research, Journal of Molecular Biology, and RNA (from the RNA Society)



represent key competitors. Each journal has distinct scopes and impact factors that reflect their influence in

overlapping but unique niches within RNA research.

Impact Factor Benchmarks

RNA Biology’s impact factor is often positioned in the mid to high range among specialized molecular
biology journals, indicating a strong presence in RNA-focused scientific publishing. This benchmark helps

authors and institutions make informed decisions about where to prioritize submissions or subscriptions.

Advantages and Limitations of Impact Factor Comparisons

While impact factor comparisons are useful, they have limitations. Differences in journal scope, audience,
and citation practices can skew interpretations. Therefore, RNA Biology’s impact factor should be

considered alongside other metrics such as article influence score, h-index, and qualitative factors.

Implications for Researchers and Institutions

The impact factor of RNA Biology has several implications for researchers, academic institutions, and

funding agencies involved in RNA research.

Choosing Publication Venues

Researchers often seek journals with higher impact factors to maximize the visibility and credibility of
their work. RNA Biology’s impact factor influences its attractiveness as a publication venue for cutting-
edge RNA studies.

Evaluating Research Output

Institutions may use the impact factor as a proxy for assessing the quality of faculty publications. RNA
Biology’s impact factor contributes to the perceived value of research outputs in grant applications,

promotions, and tenure evaluations.

Funding and Collaboration Opportunities

A higher impact factor can increase a journal’s influence on funding priorities and collaborative projects.
RNA Biology’s recognized impact facilitates networking and resource allocation within the RNA research

community.



Future Trends in RNA Biology Publishing

The landscape of scientific publishing in RNA biology is evolving, influenced by technological

advancements, open access policies, and shifting research priorities.

Open Access and Impact Factor Dynamics

The rise of open access publishing may affect RN A Biology’s impact factor by increasing article accessibility

and citation rates. The journal’s adaptation to these trends will be critical for maintaining relevance.

Integration of Multi-Omics and RNA Research

As RNA biology increasingly intersects with genomics, proteomics, and bioinformatics, RNA Biology may

expand its scope, potentially impacting citation patterns and the journal’s impact factor.

Technological Advances and Emerging Topics

Innovations such as single-cell RNA sequencing and RNA-based therapeutics are likely to drive high-

impact research submissions to RNA Biology, influencing future impact factor trajectories.

Understanding the role and calculation of impact factor in RNA Biology.

Key factors that influence citation rates and journal reputation.

Comparative context within molecular biology and RNA-focused journals.

Practical implications for researchers, institutions, and funding bodies.

e Emerging trends shaping the future of RNA Biology publishing and impact metrics.

Frequently Asked Questions

What is the current impact factor of the journal RNA Biology?

As of 2023, the impact factor of RNA Biology is approximately 4.5, reflecting its influence in the field of
RNA research.



How does the impact factor of RNA Biology compare to other journals in

molecular biology?

RNA Biology has a competitive impact factor within the molecular biology category, often ranking in the

mid to upper tier compared to other specialized RNA research journals.

Why is the impact factor important for RNA Biology researchers?

The impact factor indicates the average number of citations to recent articles published in RNA Biology,

helping researchers gauge the visibility and influence of their work if published there.

Has the impact factor of RN A Biology increased in recent years?

Yes, RNA Biology has shown a steady increase in its impact factor over recent years due to growing

interest and advancements in RN A-related research.

Where can I find the official impact factor for RNA Biology?

The official impact factor for RNA Biology can be found in the Journal Citation Reports (JCR) published by

Clarivate Analytics or on the journal's official website.

Additional Resources

1. RNA Biology: Fundamentals and Emerging Concepts

This comprehensive book covers the foundational principles of RNA biology, including RNA structure,
function, and biogenesis. It delves into the roles of various RNA species such as mRNA, tRNA, rRNA, and
non-coding RNAs. Emphasizing recent discoveries, the text highlights the impact of RNA research on

understanding gene regulation and cellular processes.

2. Impact Factor in RNA Research: Techniques and Applications

Focused on the methodologies that have propelled RNA biology to the forefront of molecular science, this
book explores key experimental techniques such as RNA sequencing, CLIP, and RNA interference. It
discusses how these tools have influenced the study of RNA interactions and functions. The book also

addresses the importance of impact factor journals in disseminating high-quality RNA research.

3. Non-Coding RNAs: Biology, Function, and Therapeutic Potential

This title examines the diverse world of non-coding RNAs, including microRNAs, long non-coding RNAs,
and circular RNAs. It explains their roles in gene expression regulation, epigenetics, and disease
mechanisms. The book highlights recent high-impact studies that have expanded our understanding of
RNA-based therapies.

4. RNA-Protein Interactions: Mechanisms and Impact



Detailing the dynamic interplay between RNA molecules and proteins, this book covers ribonucleoprotein
complexes, RNA-binding proteins, and their regulatory functions. It provides insights into how these
interactions influence RNA stability, localization, and translation. Case studies from high-impact publications

illustrate the biological significance of RNA-protein networks.

5. RNA Therapeutics: From Bench to Bedside

This text explores the development of RN A-based drugs, including siRNA, antisense oligonucleotides, and
mRNA vaccines. It reviews the scientific breakthroughs and clinical trials that have elevated RNA
therapeutics to a major impact area in medicine. Ethical considerations and future directions in RNA drug

development are also discussed.

6. RNA Structure and Dynamics: Implications for Function

Focusing on the three-dimensional structures of RNA, this book explains how RNA folding and
conformational changes underpin its biological roles. It reviews cutting-edge techniques such as cryo-EM
and NMR spectroscopy used in high-impact studies. The relationship between RNA structure and disease

is also a key theme.

7. Gene Regulation by RNA: Mechanisms and Impact on Health

This book investigates the mechanisms through which RNA regulates gene expression at transcriptional
and post-transcriptional levels. It highlights the impact of RNA regulation on developmental biology and
human diseases. The text synthesizes findings from influential research articles that have shaped current

understanding.

8. RNA Editing and Modification: Biological Significance and Research Advances
Covering post-transcriptional modifications such as methylation and editing events, this book details their
effects on RNA stability and function. It emphasizes the role of RNA modifications in cellular responses and

disease pathogenesis. The compilation includes discussions of high-impact factor studies that have driven the
field forward.

9. Emerging Technologies in RNA Biology: Revolutionizing Research and Medicine

This forward-looking book presents innovative technologies like single-molecule RNA imaging, high-
throughput sequencing, and computational modeling. It illustrates how these advancements have
transformed RNA biology and expanded its impact across disciplines. Real-world applications and future

prospects in RNA research are thoroughly explored.
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impact factor rna biology: Plant RNA Biology Déra Szakonyi, Ana Confraria, Concetta Valerio,
Paula Duque, Dorothee Staiger, 2019-11-18 Discoveries from the past decades revealed that RNA
molecules are much more than inert intermediates between the coding DNA sequences and their
functional products, proteins. Today, RNAs are recognized as active regulatory molecules
influencing gene expression, chromatin organization and genome stability, thus impacting all
aspects of plant life including development, growth, reproduction and stress tolerance. Innovations
in methodologies, the expanding application of next-generation sequencing technologies, and the
creation of public datasets and databases have exposed a new universe of RNA-based mechanisms
and led to the discovery of new families of non-coding RNAs, uncovered the large extent of
alternative splicing events, and highlighted the potential roles of RNA modifications and RNA
secondary structures. Furthermore, considerable advances have been made in identifying
RNA-binding and processing factors involved in the synthesis and maturation of different forms of
RNA molecules as well as in RNA processing, biochemical modifications or degradation. This
Research Topic showcases the broad biological significance of RNAs in plant systems and contains
eight original research articles, one review and four mini-reviews, covering various RNA-based
mechanisms in higher plants. Emerging new technologies and novel multidisciplinary approaches
are empowering the scientific community and will expectedly bring novel insights into our
understanding of the mechanisms through which RNA is regulated and regulates biological
processes in plant cells.

impact factor rna biology: Synthetic Biology Christina Smolke, 2018-02-20 A review of the
interdisciplinary field of synthetic biology, from genome design to spatial engineering. Written by an
international panel of experts, Synthetic Biology draws from various areas of research in biology and
engineering and explores the current applications to provide an authoritative overview of this
burgeoning field. The text reviews the synthesis of DNA and genome engineering and offers a
discussion of the parts and devices that control protein expression and activity. The authors include
information on the devices that support spatial engineering, RNA switches and explore the early
applications of synthetic biology in protein synthesis, generation of pathway libraries, and
immunotherapy. Filled with the most recent research, compelling discussions, and unique
perspectives, Synthetic Biology offers an important resource for understanding how this new branch
of science can improve on applications for industry or biological research.

impact factor rna biology: Impact of Climate Change on Medicinal and Herbal Plant
microRNA Kanchanlata Tungare, Parul Johri, Sachidanand Singh, Surojeet Das, 2025-09-30 Climate
change poses unprecedented challenges to plant growth, biodiversity, and productivity,
necessitating innovative strategies for sustainability. Impact of Climate Change on Medicinal and
Herbal Plant microRNA delves into the intricate relationship between climate-induced stress and the
molecular mechanisms underpinning plant adaptation, with a special focus on microRNAs (miRNAs).
This book provides an in-depth exploration of miRNAs as pivotal regulators in plant biology, offering
insights into their biogenesis, functional roles, and applications in stress management and crop
improvement. Highlighting the interdisciplinary approach to understanding plant resilience, this
book examines critical topics, including the impact of abiotic stressors like heavy metals and
elevated CO2 levels, regulatory roles of miRNAs in photosynthesis and productivity, and the
integration of bioinformatics and epigenetics in miRNA research. Through comprehensive chapters,
readers gain knowledge about miRNA-mediated bioengineering, genome stability, and the emerging
potential of omics technologies to combat the effects of climate change on agriculture. Key Features:
A thorough analysis of miRNA biogenesis, regulation, and degradation, along with their myriad
functional roles in plant biology Exploration of abiotic stress tolerance mechanisms in medicinal,
cereal, legume, tuber, fruit, biofuel, and beverage crops Insights into bioinformatics tools and
databases for miRNA analysis and their implications for stress tolerance studies Discussions on
miRNA-mediated bioengineering for climate-resilient crops and recent advances in omics
approaches Designed for researchers, students, and professionals in plant sciences, bioinformatics,



and climate studies, this book bridges fundamental and applied research, making it an essential
resource for addressing climate variability through molecular innovations.

impact factor rna biology: Integrative Genomics and Network Biology in Livestock and other
Domestic Animals David E. MacHugh, Robert J. Schaefer, 2020-09-11 This eBook is a collection of
articles from a Frontiers Research Topic. Frontiers Research Topics are very popular trademarks of
the Frontiers Journals Series: they are collections of at least ten articles, all centered on a particular
subject. With their unique mix of varied contributions from Original Research to Review Articles,
Frontiers Research Topics unify the most influential researchers, the latest key findings and
historical advances in a hot research area! Find out more on how to host your own Frontiers
Research Topic or contribute to one as an author by contacting the Frontiers Editorial Office:
frontiersin.org/about/contact.

impact factor rna biology: Computational Biology of Non-Coding RNA Xin Lai, Shailendra
Gupta, Julio Vera Gonzalez, 2024-12-19 This second edition details a collection of state-of-art
methods including identification of novel ncRNAs and their targets, functional annotation and
disease association in different biological contexts. Chapters guide readers through an overview of
disease-specific ncRNAs, computational methods and workflows for ncRNA discovery, annotation
based on high-throughput sequencing data, bioinformatics tools and databases for ncRNA analyses,
network-based methods, and kinetic modelling of ncRNA-mediated gene regulation. Written in the
highly successful Methods in Molecular Biology series format, chapters include introductions to their
respective topics, lists of the necessary materials and reagents, step-by-step, readily reproducible
laboratory protocols, and tips on troubleshooting and avoiding known pitfalls. Authoritative and
cutting-edge, Computational Biology of Non-Coding RNA: Methods and Protocols, Second Edition
aims to ensure successful results in the further study of this vital field.

impact factor rna biology: Recent Progresses of Non-Coding RNAs in Biological and Medical
Research, 2nd Edition Yun Zheng, Philipp Kapranov, 2020-11-04 Publisher’s note: In this 2nd
edition, the following article has been updated: Xun Y, Tang Y, Hu L, Xiao H, Long S, Gong M, Wei C,
Wei K and Xiang S (2019) Purification and Identification of miRNA Target Sites in Genome Using
DNA Affinity Precipitation. Front. Genet. 10:778. doi: 10.3389/fgene.2019.00778

impact factor rna biology: RNA-Based Regulation in Human Health and Disease , 2020-08-19
RNA-based Regulation in Human Health and Disease offers an in-depth exploration of RNA mediated
genome regulation at different hierarchies. Beginning with multitude of canonical and non-canonical
RNA populations, especially noncoding RNA in human physiology and evolution, further sections
examine the various classes of RNAs (from small to large noncoding and extracellular RNAs),
functional categories of RNA regulation (RNA-binding proteins, alternative splicing, RNA editing,
antisense transcripts and RNA G-quadruplexes), dynamic aspects of RNA regulation modulating
physiological homeostasis (aging), role of RNA beyond humans, tools and technologies for RNA
research (wet lab and computational) and future prospects for RNA-based diagnostics and
therapeutics. One of the core strengths of the book includes spectrum of disease-specific chapters
from experts in the field highlighting RNA-based regulation in metabolic & neurodegenerative
disorders, cancer, inflammatory disease, viral and bacterial infections. We hope the book helps
researchers, students and clinicians appreciate the role of RNA-based regulation in genome
regulation, aiding the development of useful biomarkers for prognosis, diagnosis, and novel
RNA-based therapeutics. - Comprehensive information of non-canonical RNA-based genome
regulation modulating human health and disease - Defines RNA classes with special emphasis on
unexplored world of noncoding RNA at different hierarchies - Disease specific role of RNA - causal,
prognostic, diagnostic and therapeutic - Features contributions from leading experts in the field

impact factor rna biology: Gene Expression Fumiaki Uchiumi, 2022-10-05 Gene expression is
dependent on multiple steps, including transcription, RNA processing, and translation. Importantly,
recent studies revealed that gene expression is regulated by chromatin structures and non-coding
RNA profiles. Elucidating the molecular mechanisms may contribute to the development of novel
therapeutics for aging-related diseases, including cancer and neurodegenerative diseases. This book




provides a comprehensive overview of gene expression and its role in human disease. It consists of
nine chapters organized into two sections on molecular mechanisms in controlling gene expression
and the relationships between transcriptional control and human disease.

impact factor rna biology: Issues in Genetic Research: 2013 Edition , 2013-05-01 Issues in
Genetic Research / 2013 Edition is a ScholarlyEditions™ book that delivers timely, authoritative, and
comprehensive information about Human Heredity. The editors have built Issues in Genetic
Research: 2013 Edition on the vast information databases of ScholarlyNews.™ You can expect the
information about Human Heredity in this book to be deeper than what you can access anywhere
else, as well as consistently reliable, authoritative, informed, and relevant. The content of Issues in
Genetic Research / 2013 Edition has been produced by the world’s leading scientists, engineers,
analysts, research institutions, and companies. All of the content is from peer-reviewed sources, and
all of it is written, assembled, and edited by the editors at ScholarlyEditions™ and available
exclusively from us. You now have a source you can cite with authority, confidence, and credibility.
More information is available at http://www.ScholarlyEditions.com/.

impact factor rna biology: Applied Statistics for Network Biology Matthias Dehmer, Frank
Emmert-Streib, Armin Graber, Armindo Salvador, 2011-04-08 The book introduces to the reader a
number of cutting edge statistical methods which can e used for the analysis of genomic, proteomic
and metabolomic data sets. In particular in the field of systems biology, researchers are trying to
analyze as many data as possible in a given biological system (such as a cell or an organ). The
appropriate statistical evaluation of these large scale data is critical for the correct interpretation
and different experimental approaches require different approaches for the statistical analysis of
these data. This book is written by biostatisticians and mathematicians but aimed as a valuable
guide for the experimental researcher as well computational biologists who often lack an
appropriate background in statistical analysis.

impact factor rna biology: The Chemical Biology of Long Noncoding RNAs Stefan Jurga, Jan
Barciszewski, 2020-10-01 This book offers a comprehensive and detailed overview of various aspects
of long non-coding RNAs. It discusses their emerging significance in molecular medicine, ranging
from human cancers to cardiovascular and metabolic diseases. Transcriptomic studies have
demonstrated that the majority of genomes found in complex organisms are expressed in highly
dynamic and cell-specific patterns, producing huge numbers of intergenic, antisense and intronic
long non-protein-coding RNAs (IncRNAs). Thousands of IncRNAs have been identified, and unlike
mRNA, they have no protein-coding capacity. A large repertoire of ncRNAs, actively transcribed
from the mammalian genome, control diverse cellular processes, both in terms of development and
diseases, through a variety of gene regulatory mechanisms. IncRNAs have emerged as a new
paradigm in epigenetic regulation of the genome. Given its scope, the book will be of particular
interest to molecular, chemical, cell and developmental biologists, as well as specialists in
translational medicine involved in disease-oriented research. It also offers a valuable resource for in
silico experts seeking a deeper understanding of IncRNA expression and function through
computational analysis of the NGS data.

impact factor rna biology: Genetics Manual G. P. R[Jdei, 1998 Redei has created an
outstanding compendium of genetics. Arranged as a dictionary, the book is almost an encyclopedic
collection of terms & concepts ... The author has managed to define terms with appropriate mixtures
of depth & detail for the researcher, along with clarity useful for the nonexpert. Choice, 1998

impact factor rna biology: RNA at a breaking point? cytoplasmic cleavage and other
post-transcriptional RNA processing in neurodevelopment and disease Catia Andreassi, Monika
Piwecka, Rapha€élle Luisier, 2023-06-29

impact factor rna biology: Encyclopedia of Bioinformatics and Computational Biology ,
2018-08-21 Encyclopedia of Bioinformatics and Computational Biology: ABC of Bioinformatics, Three
Volume Set combines elements of computer science, information technology, mathematics, statistics
and biotechnology, providing the methodology and in silico solutions to mine biological data and
processes. The book covers Theory, Topics and Applications, with a special focus on Integrative




-omics and Systems Biology. The theoretical, methodological underpinnings of BCB, including
phylogeny are covered, as are more current areas of focus, such as translational bioinformatics,
cheminformatics, and environmental informatics. Finally, Applications provide guidance for
commonly asked questions. This major reference work spans basic and cutting-edge methodologies
authored by leaders in the field, providing an invaluable resource for students, scientists,
professionals in research institutes, and a broad swath of researchers in biotechnology and the
biomedical and pharmaceutical industries. Brings together information from computer science,
information technology, mathematics, statistics and biotechnology Written and reviewed by leading
experts in the field, providing a unique and authoritative resource Focuses on the main theoretical
and methodological concepts before expanding on specific topics and applications Includes
interactive images, multimedia tools and crosslinking to further resources and databases

impact factor rna biology: Eukaryome Impact on Human Intestine Homeostasis and
Mucosal Immunology Nancy Guillen, 2020-06-01 Multiple demographic or economic parameters
contribute to the origin of emerging infections, for example: poverty, urbanization, climate change,
conflicts and population migrations. All these factors are a challenge to assess the impact (present
and future) of parasitic diseases on public health. The intestine is a major target of these infections;
it is a nutrient-rich environment harbouring a complex and dynamic population of 100 trillion
microbes: the microbiome. Most researches on the microbiome focus on bacteria, which share the
gut ecosystem with a population of uni- and multi cellular eukaryotic organisms that may prey on
them. Our interest focuses on the families of eukaryotic microbes inhabiting the intestine, called
“intestinal eukaryome”, that include fungi, protists and helminths. Knowledge on the reciprocal
influence between the microbiome and the eukaryome, and on their combined impact on
homeostasis and intestinal diseases is scanty and can be considered as an important emerging field.
Furthermore, the factors that differentiate pathogenic eukaryotes from commensals are still
unknown. This book presents an overview of the science presented and discussed in the First
Eukaryome Congress held from October 16th to 18th, 2019 at the Pasteur Institute in Paris. This
book covers the following topics: Phylogenetic, prevalence, and diversity of intestinal eukaryotic
microbes; and their (still enigmatic) historical evolution and potential contributions to mucosal
immune homeostasis. Integrative biology to study the molecular cell biology of parasite-host
interactions and the multiple parameters underlining the infectious process. The exploitation of
tissue engineering and microfluidics to establish three-dimensional (3D) systems that help to
understand homeostasis and pathological processes in the human intestine.

impact factor rna biology: Cancer Cell Metabolism and Immunomodulation in the Context of
Tumor Metastasis Qiongzhu Dong, Baoli Hu, Peter Jon Nelson, Hongquan Zhang, Yue Zhao,
2022-03-18

impact factor rna biology: Head & Neck Cancer and Esophageal Cancer: From
Biosignatures to Therapeutics Victor C. Kok, Cheng-Chia Yu, Jorge A. R. Salvador, 2021-05-11

impact factor rna biology: Advances in Fibre Production Science in South American Camelids
and other Fibre Animals Martina Gerken, Carlo Renieri, Daniel Allain, Hugh Galbraith, Juan Pablo
Gutiérrez, Lisa McKenna, Roman Niznikowski, Maria Wurzinger, 2019 Animal fibres from South
American camelids and other fibre or wool bearing species provide important products for use by
the human population. The contemporary context includes the competition with petrocarbon-based
artificial fibres and concern about excessive persistence of these in the natural environment. Animal
fibres present highly valuable characteristics for sustainable production and processing as they are
both natural and renewable. On the other hand, their use is recognised to depend on availability of
appropriate quality and quantity, the production of which is underpinned by a range of sciences and
processes which support development to meet market requirements. This collection of papers
combines international experience from South and North America, China and Europe. The focus lies
on domestic South American camelids (alpacas, llamas) and also includes research on sheep and
goats. It considers latest advances in sustainable development under climate change, breeding and
genetics, reproduction and pathology, nutrition, meat and fibre production and fibre metrology.



Publication of this book is supported by the Animal Fibre Working Group of the European Federation
of Animal Science (EAAP). ‘Advances in Fibre Production Science in South American Camelids and
other Fibre Animals’ addresses issues of importance to scientists and animal breeders, textile
processors and manufacturers, specialised governmental policy makers and students studying
veterinary, animal and applied biological sciences.

impact factor rna biology: The Genetics and Molecular Biology of Neural Tumors Avery A.
Sandberg, John F. Stone, 2008-05-06 Collecting an extensive amount of information from thousands
of publications by leading investigators in this rapidly developing field, this book provides a
convenient and up-to-date one volume source for research in neural tumors of various cellular
origins. With over 3,500 references, 110 figures and 120 tables, this volume gathers an astonishing
body of knowledge regarding human neural tumors. This book is the first of its kind, encyclopedic
and wide-ranging.

impact factor rna biology: Clinical Applications of Noncoding RNAs in Cancer Subash
Gupta, Kishore Challagundla, 2022-01-19 Clinical Applications of Noncoding RNAs in Cancer
summarizes the existing strategies, advances, and future opportunities on the role of noncoding
RNAs in cancer patients. Established clinicians and researchers from all around the world share
their views and expertise and provide readers with invaluable knowledge on the subject. This book
provides a comprehensive collection of information on the utility of noncoding RNAs in the
diagnosis, prognosis, and therapy of cancer. It also discusses the evolutionary significance of
noncoding RNAs and how the molecular tools such as RNA-seq, RNA-FISH, ic-SHAPE, and
quantitative real-time PCR help in the detection and elucidation of the functions of noncoding RNAs.
Additionally, the challenges associated with noncoding RNA approaches and future developments
are discussed. It is a valuable resource for cancer researchers, oncologists, clinicians, and other
biomedical field members who want to learn more about noninvasive ways to diagnose and
efficiently treat diverse cancer types. - Presents a beginning chapter summary to help readers
understand the content thoroughly - Encompasses detailed description of information from clinical
studies on noncoding RNAs in cancer therapy - Discusses one cancer type per chapter making the
content easy to reference
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